T he major endonuclease for mRNA decay in Bacillus subtilis is the integral membrane protein RNase Y. We have shown that RNase Y interacts directly with a widely conserved, three-protein complex, the Y-complex, that is required for the majority of RNase Y-mediated mRNA cleavage events in B. subtilis (1, 2) . This letter raises concerns about a recent paper in mBio (3) and three preceding publications (4-6) that argue that the Y-complex has an additional, add-on function in which it directly interacts with two proteins (Spo0F and Spo0B) in a phosphorelay that is responsible for phosphorylating the master regulatory protein Spo0A.
Spo0A activity as being due to direct interactions with the relay. They are instead most easily explained as being due to indirect and global effects on the transcriptome and metabolism. To be clear, the primary basis for these concerns is not the current mBio paper (3) but rather the data reported in earlier publications (4, 5) .
In the 7 years since the authors' claims were first made (4) , no biochemical evidence confirming that any of the Y proteins or the three-protein complex bind to Spo0F and/or Spo0B, including the present report, has been published. In sum, and to resolve this disagreement, I request that the proponents of the view that Y proteins function by "direct interactions" provide compelling evidence that the Y-complex binds to Spo0F and Spo0B by any of the standard methods for demonstrating protein-protein interactions. If it is not possible to obtain such evidence, I request that we come to an agreement that a second add-on function for the complex is at best speculative.
